Key indicators: single-crystal X-ray study; T = 153 K; mean (C-C) = 0.003 Å; R factor = 0.032; wR factor = 0.075; data-to-parameter ratio = 17.3.
Related literature
For the synthesis of quinoxaline derivatives, see: Raw et al. (2003) ; Bhosale et al. (2005) . For their applications, see: Brock et al. (1999) ; Seitz et al. (2002) ; He et al. (2003) . For typical bond lengths in a related structure, see: Rong et al. (2006) 
Comment
Quinoxaline derivatives are an important class of nitrogen containing heterocycles, finding use as intermediates in organic synthesis and in addition have been reported as having applications as anticancer, antiviral, and antibacterial agents (Seitz et al., 2002; He et al., 2003) and dyes (Brock et al., 1999) . In recent years, many syntheses of quinoxaline derivatives have been reported (Raw et al., 2003; Bhosale et al., 2005) . The title compound C 14 H 9 BrN 2 (I) is one of such quinoxaline derivates which we have synthesized and now report its crystal structure.
The molecular structure of title compound is as shown in Fig.1 . The bond lengths and angles are usual for this type of compound (Rong et al., 2006) . The dihedral angle between the benzene ring and quinoxaline ring is 2.1 (2)°, which means Crystals suitable for single-crystal X-ray analysis were grown by slow evaporation of a solution in chloroform-ethanol (1:1).
Refinement
All H atoms were positioned geometrically and refined as riding with C-H = 0.95 Å and U iso (H) set equal to 1.2U eq (carrier atom). 
Special details
Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes.
Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
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